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a comparative study using the Acumen ¢X3 and the ArrayScan VTI platforms
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1. Introduction
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HCA readers can be dwlded into ﬂwee categones flow cytometry, microscope-based imaging systems and laser scanning a . 8 The application of laser scanning over a
large area means that analysis is performed
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sub-cellular structures and in the sludy of morphological changes. Laser scanning cytometers offer whole well scanning . on an area, not a well basis. This equates to

generating data for all cells which improves data robustness, important in assays where there are only a small number of PR the simultaneous scanning of 4, 16 and 64

responders and allows normalisation against total cell number. Additionally laser scanning cytometers are capable of scanning Ob]acl\ve wells in 96, 384 and 1536 well format,

up to 300,000 wells of data in a 24 hour period. both mic and Iz ing systems allow in situ analysis 3 " respectively. Thus reconfiguration of assays

of adherent cells. PMT'S into higher density plate formats resuits in a codazole
concomitant increase in throughput up to D0 nh¥i(20h)

Previously, a four-colour HCA approach was esxabllshed on the ArrayScan VTI reader (Thermo Flsher Scientific) quantifying 300,000 samples per day in 1536 well

the cell number, DNA content, BrdU i cyclin B1 and histone H3 phosphory . The aim of this study microplates.

was to transfer this assay to the Acumen €X3 scanner (TTP LabTech) and perform a head-to-head analysis of the CCD camera
effects induced in human cancer cell lines treated with cell cycle inhibitors.

4. Acumen eX3:
cell count in 384-well plates

6. Multiparametric analysis of selected cell cycle inhibitors:
high concordance of ArrayScan VTl Vs. Acumen ¢X3 data
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The data sets obtained from the head-to-head analysis between two HCS platforms (Acumen eX3 and ArrayScan VTI) revealed
Control S P B N rresing § Dezemsing B . e § Decessny that the data is in concordance, both as single markers and in multiplexing. In this case the choice of HCA technology used does
. ’;g ;\c—‘ i /< ;\Q - not affect the consistency and reliability of data and allows the user to exploit the strengths of each technology.
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